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! Sequence: momp 
! Sequence: incC 
! Sequence: pomp93 
CLUSTAL W (1.83) m 



momp 
incC 
pomp 9 la 



momp 
incC 
pomp91a 



momp 
incC 
pomp91a 



momp 
incC 
pomp91a 



momp 
incC 
pompsra 



momp 
incC 
pomp9ia 



momp 
incC 
pomp91a 



momp 
incC 
pomp91a 



momp 
incC 
pompSla 



momp 
incC ■ 
pomp9la 



momp 
incC 
pomp91a 



momp 
incC 



Ml 



, , MKKLLKS VLVFAALSS AS SLQ ALPVG — 

"J , „ . MTSPIPFQ— 



DUVLKTDVNKEFQMGAKPTTDTGNSAAPS 



BEST AVAILABLE COP 



ul^iple sequence alignment 



QMRLWG FLFLS S FCQV5 Y 



LRANDVLLPLSGIHSGEDLELFTLR39SPTKTTYSLRKDF 



NFAEPSLMIDGXLWEGFGGDPCDPCATWCDA13MRVGYYGDFVF 

^—-SSGDASFLAEQFOQLPSTSESQLVTQLLTMMKHTQALSETVLOQ 

Zv™e S wggvx/ttsgdi.sfin*ts^^ 



T LTAREN P AYGRHMQ oaem ftn aacmaln iwdr- 

" PADDHHHPIPPPWPAQIETEITTIRSELQLMR-- 

FQTTS FFSNKA3FEELS IAATAl 9 JKSGA1PY 3 LKTLLQKLGGAIHADYVHIRDC 



C GDIEFCGKKVRSQFHSHINST3NFTNNAIT 



— fawsvgaraalwecgcati<g 

liwamvsg3hcfxalig 

IQGAPREFSLSANEGHRICFY DPI 1 SATE 



[lYTSStYIN! 



IHQH1.LEAGGAVIFSGARLSPEHKKENKNKTSI 



IK" 



QPVRLCSGVLSIEGGAIL 



ASFQYAQSKPKVEELNVLCNAAEF 

— 1' 11—1 TLGLXLTOKNTPLPAS 



INKPKGYVGKEFPLDLfAGTDAATG- 
iEISGVPRWGHTESFiTENHEYASKPYTTSIII 

TKDASIDYHEWQASlALSYRtmFTPYlGV^S^BFDADTIRlA 

y ^^sp^^ 

qpksatai fdtttlnpt iagagdvktg^egq^d^jq J vs^^km^^^^^*^^^ 



iLSAKKLVTAPSRPEKDlQM.1 IAESEYMG 



PAGE 11/16 * RCVD AT 9/512005 2:34:23 PM [Eastern Daylight Time] * SVR:USPTO-EFXRF-3/10 1 DNISOTOO * CSID: * DURATION (mnws):04-52 



Sep-05-06 02:25pm Frora-S IhfiAS 



T-557 P. 012/016 F-453 



pomp 9 la 



raomp 
incC 
pomp 91a 



incC 
pomp9ia 



motap 
incC 
pomp91a 



moinp 
incC 
pompSla 



V>flNYLNN$EVIPk< 



Vt 



GV 



EI' tmlslpigialemrfigsrsslf: 



means that the 
sequences in the all 
":" means that 
"." m^ans that send- 



, esidues or nucleotides in that column are identical in all 
gnment 

conserved substitutions have been observed 
conserved substitutions are observed 



QHLCV FGGFVYQIMEQNTPKQS SNN LLVQHAGHN VGAR I 



PFSFNTIL 



\DKYAVTVETRLI D12RAAHVNAQFRF- 



TQLFSSSSQQMVAD5CSHAQXLIGTVSLNKSWQAL3LRSSFSYTEDSQVMKHVFPYK 



S RG S WRN YGWSG SVGMS YAY PK( 



GIRYLKMTPFVDLQYTKLVQNPFVETGYDPRYF3SS 



LQV5TSYIKDLRRVNPQSSASLVLNHYTWDIQGVP 



ITLNSTIKYKIVTAYMGISSTQREGSNLSANAHAGLSLSF 
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LOCUS 

DEFINITION 
ACCESSION 
VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



REMARK 
FEATURES 

source 



AAS37561 
Sequence 
AAS37561 
AAS37 561.1 
accession 



unknown 
unknown 
unclassifi 
1 (resi 
Murdin.A-t: 
Nucleic ai 
patent: u: 
Aventis Pi 
CAX; 

CAMBIA 



fid. 

dues 1 to 947} 

id molecules SSoSSff A&lA protein of Chlamydia 

6693087-A 3 17-FEB-2004; 
isteur Limited; Toronto; 



Parent 

i. 



ORIGIN 



1 
61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 



mkqmrlwgfl 

ivcdfagnsi 

hslvlennes 

tilflknkav 

tfennfqtts 

kgsivfeens 

qgdiefcgnk 

nynsl yinhq 

ayrsfyqegg 

eisgvprvyg 

ygyqgswef S 

vnnnylnnse 

saaltql fss 

gtsrgswrny 

emtnlslpig 

lgkeal nitl 



6693087pomp91a seq 
947 aa 
from patent US 6693087. 

GI: 42715796 
AAS37561.1 
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linear PAT 20-FEB-2004 



Lens: us 6693087 
ocati on/Qual i f i ers 
• 947 

organi sm="unknown" 



iHssfcqvsy 
hkpgaaflnl 
wggvl ttsgd 
nqdeshpgyg 
-fsnkasfee 

ataggai avn 

vrsqrhshin 

-lleaggavi 

Ilalgpgskl 

rtesfyenhe 

vspndtkekk 

✓iplqhlcvf 

ssqqnvadks 

□wsgsvgmsy 

lalemrf igs 

nstikykivt 



1 randvl 1 pi 
kgdlffinst 
1 sf i nntsvl 
gavssispgs 
Tsiaataisi 
avcdi naqgp 
stsnftnna^ 
fsgarl speh 
ttqgknsekd 
yaskpyttsi 
tiiaswtptg 
qgpvyqi meq 
haqi ngtvs 
aypkgi ryl k 
rsslfl qvst 
aymgi sstqr 



sgihsgedle 
pTaaltfkm 
cqnni sygpg 

Kitfadnqei 
sgai pysl k 
vrfinnsalg 
tiqgapref s 
kkenknktsi 
kivirnlgfn 
ilsakklvta 
efsldpkrrg 
npkqssnnll 
1 nkswqal si 
mtpf vdl qy t 
syi kdlrrvn 
egsnl sanah 



Iftl rssspt 

hlgargaglf 

qalllqgrks 

Ifqenegelg 

tllqklggai 

Inggaiymqa 

Isanegnric 

inqpvrl csg 

lenldssdpa 

psrpekdi qn 

sfi pttlwst 

vqhaghnvga 

rssfsyteds 

klvqnpfvet 

pqssasl vl n 

aglslsf 



kttysl rkdf 
sesnvtfkgl 
kal ffrdnrg 
aaiyndggai 
hadyvhn rdc 
tgsil rlhan 
f ydpi i sate 
vlsieggail 
ei ratekasi 
liiaeseymg 
fsglniasm 
ri pfsfntil 
qvmkhvfpyk 
gydpryfsss 
hytwdi qgvp 
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LOCUS 

DEFINITION 
ACCESSION 
VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 



REMARK 
FEATURES 

source 



AAS33023 
Sequence " 
AAS33023 
AAS33023-: 
accession 



66863391 ncc seq 
203 aa 
from patent US 6686339. 

Gl: 42707452 
AAS33023.1 



unknown . 
unknown, 
unci assifi 
1 Cresidu 
Murdin,A.u 
Nucleic ac 
chlamydia 
patent: uv 
Aventis p; 
cax; 

cambia Parent 



linear pat 20-FEB-2004 



ed, 

es 1 to 203) 
, Dunn , P. L. 
id molecules 



and Oomen,R.P. 

encoding inclusion membrane protein c 



of 



6686339-A 3 03-FEB-2004; 
steur Limited; Toronto; 



origin 



1 mtspipfqss 
61 sii Iqvggap 
121 tkgartgvlv 
181 cfialigtlg 



H . .... Lens: us 6686339 
i. ocati on/Qual i f i ers 
3- .203 

/organi sm= M unknown 

ttdasflaeqp qqlpstsesg Ivtqlltmmk 

iffiHEft! IHfflflE B3S 

Mltnkntpl pas 



htgalsetvl 
teitti rsel 
allmqgetnl 



qgqrdrl pta 
gimrstlqgs 
iwamvsgsii 
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LOCUS 

DEFINITION 
ACCESSION 
VERSION 
DBSOURCE 



KEYWORDS 

SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
PUBMED 
REMARK 

REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
PUBMED 
REMARK 

REFERENCE 
AUTHORS 



TITLE 

JOURNAL 
PUBMED 
REMARK 

COMMENT 



Q46409 
Major out* 
Q46409 
Q46409 63 
swissprot : 
class: sti 
created: 
sequence 
annotatior 
xrefs: X6 
AAC6S276. 7 
xrefs (nor 
GenomeRev 
PRINTS : P"" 
Complete 



Stephens momp m 

3§3 aa linear BCT 02-MAY-2006 

r membrane protein, serovar d precursor (momp). 

6707730 ^^no. 
locus OMlD^CHLTR, accession Q46409, 

ndard, 
f/ay 30, 2000* 
updated: Nov 1. 1996. 

AAC31436.2. AE001273.1, 



imyd 



na i£un. 66 C8). 3618-3625 C1998) 



Signal ; p 
Chlamydia 
Chi amydi a 
Bacteria: 

1 (resid 
sayada.C. 
Compl ete 
of chl am 
Gene 120 
1398119 
NUCLEOTIDE 
STRAIN=D 

2 (res1~ 
Stothard, 
Phylogenejti 
membrane 
deter mi 
infect. 
9673241 
NUCLEOTIDE 
STRAIN-D 

3 (resi~ 
Stephens, 
Aravind p i. 
Koonin, E. 
Genome si 
Chi amydi i 
science i 
9784136 
NUCLEOTIDE 
STRAlN=D>' ,r 
on Sep 2i\ 
[FUNCTION] 
bodies 
the in 
[SUBUNIT 

,molecule$ 
oligomer 



: [Iroleome; ion transport; Membrane; Outer membrane; Porin; 
Transmembrane; Transport- 
trachomati s 

Chlamydial chlamydial; chlamydiaceae: Chlamydia. 
dJies 1 to 393) 

seSu2nce r of the'mSorouier membrane protein-encoding gene 

i !i?, t SiS%iir ar oa 



SEQUENCE [GENOMIC DNA] . 
-120 3g3) 

d i^LS^ a of k k^ ° uter 

"rotein anamination of potential pathogenic 



athd 
intrace 



[SUBCELL JLAR 



FEATURES 

source 



gene 



membrane 

[SIMILAR ETY] 



D/IU 
dues 



SEQUENCE [GENOMIC DNA], 
71960 

quence oTan ' obi i gate intracellular pathogen of humans: 
82 r C5BS§?? i 754-759 C1998) 

SEOUENCE [LARGE SCALE GENOMIC DNA]. 
UW-3/Cx 



2005 X this sequence version replaced g1 : 7442973. 
2 s?? U cSrIl.r?gidity of the outer mem&r. 



LOCATION] Bacterial cell outer membrane; multi-pass 
&f Belongs to the chlamydial OMP family. 



Locati on/Qual i fi ers 

/orglnism= ,, chlamydia trachomatis" 
VdbLxref ="taxon : 813 
1. .393 

/qene-"ompA" 
yTocus.tag^-CT.Bgl" 

page 1 
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Protei n 



Region 



Region 



Stephens momp 
/not e=" synonym: ompl" 
.•.393 

/gene="ompA" 

/locus_tag= M cT_681" t . 

/product= Major outer membrane protein, serovar d 

precursor" 

I.. .22 

/gene="ompA" 
/Wus__tag="CT_68r' n 

/region_name= Signal . . ^ „jj,>^p,*i 

/inference-"non-expenmental evidence, no additional 

details recorded 1 ' m 
/note="By similarity." 
;!3..393 
/gene= M ompA;; 

/Tocus^tag= ,, CT^681" m ti 

Sgl^i^^ no additional details 

"ecorded' 1 

'note="Maior outer membrane protein, serovar d. 
/FTld=PRO_0Q00020147 . " 



ORIGIN 



1 mkkllksvlv 
61 rvgyygdfvf 
121 naacmalniw 
181 svvelytdtt 
241 gyvgkefpld 
301 tinaqpksa 
361 vgttivdadk 



Faalssassl 
Jrvlktdvnk 
Jrfdvfctlg 
Pawsvgaraa 
ltagtdaatg 
tai fdtttln 
/avtvetrli 



qal pvgnpae 
e-fqmgakptt 
atsgyl kgns 
Iwecgcatlg 
tkdasidyhe 
ptiagagdvk 
deraahvnaq 



pslmi dgilw 
dtgnsaapst 
asrnlvglfg 
asfqyaqskp 
wqaslalsyr 
tgaegqlgdt 
frf 



egfggdpcdp 
Itarenpayg 
dnenqktvka 
kveel nvl cn 
Inmftpyigv 
mqivslqlnk 



catwcdai sm 
rhmqdaemft 
esvpnmsfdq 
aaeftinkpk 
kwsrasfdad 
mksrkscgia 
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